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Human CHCHD2 qPCR Primer Pair
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QHA40577S Human CHCHD2 qPCR Primer Pair 200X
FEamiE T
> Human CHCHD2 qPCR Primer Pair, EJACHCHD2 qPCR5I#%f, FEH T TSYBR GreenflJqPCR. One-Step qRT-

>

PCR&{semi-quantitative PCR, A5|#hfistikit. SidqPCREIE. FRAIG ¥,
gPCR (Quantitative PCR)BIE&PCR, WFRLH %% E B PCRE LM & BPCR (Real-time quantitative PCR), SEHfPCR
(Real-time PCR), 2 —M{EDNAY R MdFEA, DS E&NE SR AR N (PCR)IEING = WE &5, qPCRE
FAIIPFR 7T 2SYBR GreenZ ¢ e ekREFIR 1, SYBR GreenZ 7tk 2 M AT AN, IR R IDNALS & Yokl
SYBR Green¥ ARG IPCRIGFE IR PCRY H/~¥); iMiiREH1%(Probe method), WHEBAATaqMantREHE, NMEATCHR
L, TR IR SR AR K EE A (Quencher) ARIE I DNATREHT M UE I PCRAGIY B AR 41 (1,2]0

XMTFSYBR GreenfFduklz, 5IMEXREE, KRF5 W= RAEZRIFLNS LT ER, RATFFPFESRIE, FEk
ff, V8RR, I _RIATERLERK, qPCREIEREE; RRF5IN—MBERESSMNE T (Span exon junctions), G 1%
HFZHDNA (gDNA)MIYIE[3,4]; ARFINSIWr=RdbEFEE, JLPFES TITE AFV/MNERER; 5190 Tm{EZ60°C, KEZH
P =) (Amplicon) UK EZ190-160bp, R = KIETRELE A& ME 5@ G Y E (Primer Panel/Primer Array),

AP EATIRG TR, &8 & ER51% Forward primer, AR _EH7519)f1 519 (Reverse primer, thWFR RilF5(9)%
1nmol, #2nmol, ~&EEEEE(Nuclease-free), HFENNA400plBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name coiled-coil-helix-coiled-coil-helix domain containing 2
Gene Symbol CHCHD?2
Synonyms MNRR1; NS2TP; MIX17B; PARK22; C7orfl7
Organism Human
Gene ID 51142
UniProt ID Q9Y6H1

Main Accession No. NM_016139

BC066331, NM_001320327, NM_016139, NM_016139.1, NM_016139.2, NM_016139.3,
BC003079, BC015639, BC071985, BC100275, BF347122, NM_016139.4

Map Location 7pll.2

Other Accession No.

Pathway -
The protein encoded by this gene belongs to a class of eukaryotic CX(9)C proteins
characterized by four cysteine residues spaced ten amino acids apart from one another.
These residues form disulfide linkages that define a CHCH fold. In response to stress,
the protein translocates from the mitochondrial intermembrane space to the nucleus
where it binds to a highly conserved 13 nucleotide oxygen responsive element in the
promoter of cytochrome oxidase 412, a subunit of the terminal enzyme of the electron
transport chain. In concert with recombination signal sequence-binding protein J,
binding of this protein activates the oxygen responsive element at four percent oxygen.
In addition, it has been shown that this protein is a negative regulator of mitochondria-
mediated apoptosis. In response to apoptotic stimuli, mitochondrial levels of this
protein decrease, allowing BCL2-associated X protein to oligomerize and activate the
caspase cascade. Pseudogenes of this gene are found on multiple chromosomes.
Alternative splicing results in multiple transcript variants. [provided by RefSeq, Feb
2016]

Gene Summary

Amplicon Information
Amplicon Length (bp) ‘ 149




NCBI mRNA ID NM_016139.4

NCBI Protein ID NP_057223.1

Ensembl Transcript ID | ENST00000395422.4

Ensembl Gene ID ENSG00000106153.13

Ensembl mRNA ID CHCHD2-201
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QH40577S Human CHCHD2 gPCR Primer Pair 1nmol each
— LERE 163
RIFFM:
-20°CHR17, BN EEEHTIEY 2%, %R E URRl,
== AU

> PCRY B VIR KE AT RES R R R SR A 2 Mag b A i =
> BRAARRIGIVF SRR AR L, AR BOE TR (Melt curve) 7t DARE I 18 SN IRF ke QERVE — i
2R (0f I AR AR BT EEDNA Y TmAE), SRR — Rl —8); WSRAR AR HRZR BN, s i, mIREZ S|P

RIS R, FAERRADNATG R, W SRS R, R E AR SRR A (No template control, NTC),

B MR PR S BREAR DAONI TR RN 73, ARFEAE SR FLRITCEAON BR LI RN 2 57, Al AR P AES V) —RIAsH e
AR S PR 3

> HRMARGET = Wisg, HEEERPTE R qPCR Mix,

> APEERT LA ZRIREIR N, M TIRKSEEGET, M T aMmeZish, MR EEETn.

> N TSR ENERE, BT X T BRI,
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Fik:

1. PCRIRMARIBLE :

a.

d.

e.

FFRAT G, 3000-8000 X gBL 1535, PAMIHF &ING Y FHEc, BEMA400ulEBaik, Jemtrm RS8R, R
JE B OHLPIE L LR, I35 G ERBWATIRS, BIf§400ul 2.5uM eachfyPrimer Mix, #B4li/KifEF{# F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

. FRAE IR S PCRIZ BT 75 1 45 FA TR . SYBR Green qPCR Mix & 58 &Rl R IRA) G B T ks Lsk& W, #E/SH

BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii5%#%) (D7501/D7503/D7507)8kBeyoFast™ SYBR Green One-Step
gRT-PCR Kit (P55 %) (D7509).

ZF FRAEERBUKE LIREPCRRIVIAR, PA6FLIRFIBeyoFast™ SYBR Green qPCR Mix (2X) i,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

E1: EESINKIKERN0.2-0.5uM eachh RIS RAFHEIIRCER, HAMRIEEME0.1-1.0uM eachyEREINIEEES [P
W

H2: HEEDNAEMRMEDLIL-10ng cDNANSERHE, FARRYMHIIENRSEH B NRERE SRR, WEHE, rIink
bR A B RO TR SR, DU E B ERENE TR, RT-PCRIMASE|IcDNABEZE RN, HRImERE BT
PCRR M EAFARY10%,

#3: I6fLIRIIHEFE R M ARR F920ul, HWA] DARIESLIRCEE TR K, LBy RKeigs/ )z MK R,

F4: BVOLE AR EPIBE X B,

AR RREIITIR S8R M VortexiR S, ZimEOEFD, MHRAHRTEIR, S HBeyoFuge™Eml B LR B Ol
(FE X, 2500rpm) (E6758) 3 THIEBIL,

KL EGFHPCR M EHPCRRMARE T EERPCRIN |, FFiaEREPCRN,

2. PCRRRIMFEF:
fEReal-time PCRIR M ATHEATEAR TN, @HIENISC 25080, B Ak mGOBMIE M EK I AIZES-1050 51, AFEFZ A
ABI QuantStudio™ 6 FlexZtw EPCR{CHHA:

a.
b.
c.

A 95°C 24744
P 95°C 158);
B ERH: 60°C 15-30%D;
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. EELEDHIY e, HIHA0MER,
FEfREIZR T (RTIE) . 95°C 158D, 60°C 15%), 95°C 15%);

f. BATOEE B PCRIGR IR TS R
E: DLERBIAERQPCRRM AL, (MHES%H, KRR, 5IWENEARRTS S, FRIESNR. 517, BRA
B IR E B BB 46 1, R ELBUOR S N A R EIR NN IEQPCR, WK =4 1%qPCR, HFEIRK/IEM
JEIN—472°C 307, BEEESDED, cMIMATIX—PERIL40 MBI,
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1. AAZ5194:
e S 7 AR %
QHO00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M gPCR Primer Pair 200/1000¢%
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QH00013 Human GUSB gPCR Primer Pair 200/1000/X
QH00017 Human HCK gqPCR Primer Pair 200/1000¢X
QHO00021 Human HMBS qPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gqPCR Primer Pair 200/1000¢%
QH00029 Human HSP90AA1 qPCR Primer Pair 200/1000¢%
QH00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢X
QH00037 Human LDHA gPCR Primer Pair 200/1000¢X
QH00041 Human NONO gPCR Primer Pair 200/1000¢X
QHO00045 Human PGK1 qPCR Primer Pair 200/1000¢X
QH00049 Human PPIA qPCR Primer Pair 200/1000¢%
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢%
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 gPCR Primer Pair 200/1000¢X
QH00065 Human SDHA gPCR Primer Pair 200/1000¢X
QHO00069 Human TBP gqPCR Primer Pair 200/1000¢X
QH00073 Human TFRC qPCR Primer Pair 200/1000¢%
QHO00077 Human YWHAZ gqPCR Primer Pair 200/1000¢%
QH00081 Human PPIH qPCR Primer Pair 200/1000¢X
QH00085 Human RPL13A gPCR Primer Pair 200/1000¢X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢%
QHO00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

i @ HGAPDH, RPLPO, ACTB. TUBBFIB2M{ENANZ,

BEARIX =F IR R LR FHmNRK, A A=A HHPRT18L

RNA18SSTEANS, NIKFHREAISLIRMER, EIRs [Py a i [5-6].
2. /NS5

7 iR S et (25
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QM00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m qPCR Primer Pair 200/1000¢%
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢X
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QMO00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QM00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
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QMO00030 Mouse Hsp90abl qPCR Primer Pair 200/1000¢%
QM00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QM00038 Mouse Ldha qPCR Primer Pair 200/1000¢X
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QM00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢%
QMO00054 Mouse Tbp qPCR Primer Pair 200/1000¢%
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢%
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢%
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
QM00086 Mouse Sdha gPCR Primer Pair 200/1000/X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QM00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

#: #HEMFHGapdh. Rplp0. Actb. TubbMIB2mfEANS, (HUMRIX=FHILHEH ALK, TAZIA M HHprt1siRnl8s
TERNZ, AIREHRESERRCE, LiRg1Yya] R HEH[5-6],
3. EFZDNA (gDNA)5 Y%t (F T gDNAG Fefanil) :

R E =2 R 2y GBS
QH00101 Human HGDC Primer Pair 200/1000¢k
QMO00098 Mouse MGDC Primer Pair 200/10007k

iE: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7].
4. SYBR Green qPCR Mix X 4E#1:

2 S I AR (2R3
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step gRT-PCR Kit 100/500¢X
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, {5 4%) 1/5/25ml
D7503 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX, Fii5 §+%) 1/5/25ml
57507 BeyoFast™ SYBR Green qPC;I?IPJ{) Mix (2X, High ROX, Bfji5 4% 1/5/25ml

=
D7509 BeyoFast™ SYBR Green One-Step gRT-PCR Kit (Bji53¢%) 100/500%%
FASA011-1pc BeyoGold™ i i IM/AR
FSF002 wHEE B PCRASMRE (ABI 7 %) 20 /fu%E
FSF035-100pcs BeyoGold™ %>t 8 PCR A 4R 5 (1 B2 100y /futs
FSF039-20pcs BeyoGold™#>'t7E Bt PCR A B B (R B8, 3 11574%) 207 /0
FSF039-100pcs BeyoGold™ &)t B PCRAHIHR B (R B, i 177 4%) 100 /02
FTUB325-1box BeyoGold™ qPCR/\BkHFE (0.2ml, &, EH) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHFE (0.2ml, “F-35, &) 1254k /&, 108/46
FTUB333 PN E = PCRA96FLIR (ABLF %) 207 /0%
FTUB384 WHEE mPCRAI384 LR (ABI732%) 20/t
FTUB335-1box BeyoGold™¢ )& s PCRAI96FLAR (0.2ml, FotRiz, iEHA) 100N/&
FTUB335-5bxs BeyoGold™Ze e B PCRAI6FLIR(0.2ml, TotEid, BEHH) 100N/&, 5E/F8
FTUB337-1box BeyoGold™# K E & PCRAII6FLAR(0.2ml, 481, 1#EHA) 100N /8
FTUB337-5bxs BeyoGold™ZE &PCRAI6FLAR(0.2ml, 4814, 1#EHH) 101N/8, S&E/F
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